<
A
frrreee '"I

BERKELEY LAB

Metabolic matching as a tool to manage
rhizosphere microbiomes for sustainable
biofuel production

Kate Zhalnina
Research Scientist

|
P SN Lawrence Berkeley National Lab/
%%m Joint Genome Institute
> 57
03/28/2022

* LAWRENCE BERKELEY NATIONAL LABORATORY e



Sy

Plant exudates are the main drivers of microbial ”\l ,

community assembly in rhizosphere BERKELEY LAB
’ Nutrients (N, P, Fe), defense against
{ & Y ; pathogens, stress protection
R 7"
Ry

What are the metabolic
hand-offs between plants &
microbes that help building

plant and ecosystem
beneficial microbiomes?
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Switchgrass microbiome and metabolome response to g ~
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nutrient and water limitation in marginal soil
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Connecting the dots: ”\H
microbiome, metabolome, plant phenotype
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